Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.009 Å; R factor = 0.044; wR factor = 0.093; data-to-parameter ratio = 21.7.
Related literature
; Tomat et al. (2007) ; Wu et al. (2008) ; Yuan et al. (2007) . For related structures, see: Zhu (2008) ; Zhu & Yang (2008a,b,c) ; Qiu (2006a,b) ; Wei et al. (2007) ; Zhu et al. (2007) .
Experimental
Crystal data [ZnI 2 (C 14 
Data collection
Bruker APEXII CCD area-detector diffractometer Absorption correction: multi-scan (SADABS; Sheldrick, 2004) T min = 0.406, T max = 0.443 14478 measured reflections 4193 independent reflections 2953 reflections with I > 2(I) R int = 0.053 Refinement R[F 2 > 2(F 2 )] = 0.044 wR(F 2 ) = 0.093 S = 1.03 4193 reflections 193 parameters 1 restraint H atoms treated by a mixture of independent and constrained refinement Á max = 0.68 e Å À3 Á min = À1.09 e Å À3 Table 1 Selected geometric parameters (Å , ). Hydrogen-bond geometry (Å , ).
N2-H2Á Á ÁO1 i 0.90 (5) 1.85 (5) 2.745 (6) 176 (7) Symmetry code: (i) Àx þ 1 2 ; y À 1 2 ; Àz þ 3 2 .
Data collection: APEX2 (Bruker, 2004); cell refinement: SAINT (Bruker, 2004); data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXL97. (Biswas et al., 2008; Wu et al., 2008; Kawamoto et al., 2008; Ali et al., 2008; Habibi et al., 2007) , and their metal complexes are of great interest in many fields (Chen et al., 2008; Yuan et al., 2007; Tomat et al., 2007; Darensbourg & Frantz, 2007) . Zinc(II) is an important element in biological systems and functions as the active site of hydrolytic enzymes, such as carboxypeptidase and carbonic anhydrase where it is in a hard-donor coordination environment of nitrogen and oxygen ligands (Lipscomb & Sträter, 1996) . Recently, we have reported a few Schiff base zinc complexes (Zhu, 2008; Zhu & Yang, 2008a,b,c) . In this paper, the title new zinc(II) complex, Fig. 1 , is reported.
In the title complex, the Zn II atom is four-coordinated by the imine N and phenolate O atoms of the Schiff base ligand, and by two iodide ions in a tetrahedral coordination. The coordinate bond lengths (Table 1) are typical and comparable to the corresponding values observed in the Schiff base zinc complexes we reported previously and other similar Schiff base zinc complexes Wei et al., 2007; Qiu, 2006a,b) .
In the crystal structure, molecules are linked through intermolecular N-H···O hydrogen bonds, forming chains running along the b axis (Table 2, Fig. 2 ).
Experimental
The Schiff base compound was prepared by the condensation of equimolar amounts of 5-bromosalicylaldehyde with 2piperidin-1-ylethylamine in a methanol solution. The complex was prepared by the following method. To an anhydrous methanol solution (5 ml) of ZnI 2 (31.9 mg, 0.1 mmol) was added a methanol solution (10 ml) of the Schiff base compound (31.1 mg, 0.1 mmol) with stirring. The mixture was stirred for 30 min at room temperature and filtered. Upon keeping the filtrate in air for a few days, colorless block-shaped crystals were formed.
Refinement
H2 was located from a difference Fourier map and refined isotropically, with N-H distance restrained to 0.90 (1) Å. Other H atoms were placed in geometrically idealized positions and constrained to ride on their parent atoms, with C-H distances in the range 0.93-0.97 Å, and with U iso (H) = 1.2U eq (C). 
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2sigma(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Zn1 0.16997 (7) 0.57708 (5) 1.293 (7) C9-H9B 0.9700 N1-C8 1.460 (6) C10-C11 1.509 (9) N2-C9 1.498 (7) C10-H10A 0.9700 N2-C14 1.505 (7) C10-H10B 0.9700 N2-C10 1.508 (7) C11-C12 1.507 (10) supplementary materials sup-5 N2-H2 0.90 (5) C11-H11A 0.9700 C1-C6 1.407 (7) C11-H11B 0.9700 C1-C2 1.417 (7) C12-C13 1.498 (10) C1-C7 1.441 (7) C12-H12A 0.9700 C2-C3 Hydrogen-bond geometry (Å, °) D-H···A D-H H···A D···A D-H···A N2-H2···O1 i 0.90 (5) 1.85 (5) 2.745 (6) 176 (7) Symmetry codes: (i) −x+1/2, y−1/2, −z+3/2. supplementary materials sup-7 
